The title structure, C 12 H 8 Cl 2 O 2 , is a putative metabolite of 3,5-dichlorobiphenyl (PCB 14). The dihedral angle between the two benzene rings of the title compounds is 58.86 (4) . In the crystal, it displays intra-and intermolecular O-HÁ Á ÁO hydrogen bonding and intermolecular O-HÁ Á ÁCl hydrogenÁ Á Áchlorine interactions. The intermolecular interactions form a two-dimensional network parallel to (010).
Structure description
Humans are exposed to polychlorinated biphenyls (PCBs), a class of persistent organic pollutants, via their diet (Schecter et al., 2010; Shin et al., 2015) and by inhalation (Dhakal et al., 2014; Hu et al., 2010) . In particular, lower chlorinated PCBs are oxidized by cytochrome P450 enzymes to the corresponding monohydroxylated and further to dihydroxylated compounds (Grimm et al., 2015; Kania-Korwel & Lehmler, 2016) . Dihydroxylated PCBs can be oxidized to reactive PCB quinones. Both dihydroxylated PCBs and the corresponding quinones are highly toxic, for example because they can promote oxidative stress or bind to nucleophilic sites on cellular macromolecules (Grimm et al., 2015) . To better understand the mechanism(s) of toxicity of these molecules in living organisms, it is important to characterize the three-dimensional structure of these PCB metabolites Shaikh et al., 2008) .
3-(3,5-Dichlorophenyl)benzene-1,2-diol ( Fig. 1) is a putative metabolite of PCB 14 (3,5-dichlorobiphenyl) . The dihedral angle between the least-squares planes of the two benzene rings is 58.84 (4) . For comparison, the dihedral angle of other PCB derivatives with one OH group ortho to the phenyl-phenyl bond ranges from 48 to 59.5 Perrin et al., 1987) . Dihedral angles of PCB derivatives without any ortho chlorine substituents are in the range 4.9 to 43.9 (Dhakal et al., 2019a) , whereas PCB derivatives with one ortho chlorine substituent range from 47.34 to 59.92 (Dhakal data reports et al., 2019b) . The title compound crystallizes in the monoclinic space group P2 1 /c and displays intra-and intermolecular molecular O-HÁ Á ÁO hydrogen bonding ( Fig. 2 , Table 1 ) and intermolecular O-HÁ Á ÁCl interactions ( Fig. 3 , Table 1 ). The intermolecular interactions lead to the formation of a twodimensional network parallel to (010).
Synthesis and crystallization
The title compound was synthesized via a Suzuki crosscoupling reaction of 1-bromo-3,5-dichlorobenzene with 2,3dimethoxyphenyl boronic acid in the presence of Pd(PPh 3 ) 4 , and a 2 M aqueous solution of Na 2 CO 3 followed by demethylation with BBr 3 (Bauer et al., 1995) . Crystals suitable for crystal-structure analysis were obtained by recrystallization from diethyl ether:hexanes (approximately 1:3, v/v) as described by Bauer et al. (1995) .
Figure 2
A packing plot viewed approximately along the a axis. Intra-and intermolecular hydrogen bonds are drawn as thick dashed lines. For information regarding the hydrogen-bond geometry, see Table 1 . Table 1 Hydrogen-bond geometry (Å , ). 
Figure 3
A packing plot viewed approximately along the b axis. Intermolecular hydrogenÁ Á Áchlorine interactions are drawn as thin dashed lines. For information regarding the hydrogen-bond geometry, see Table 1 . Computer programs: COLLECT (Nonius, 1998) , SCALEPACK and DENZO-SMN (Otwinowski & Minor, 2006) , XP in SHELXTL, SHELXS and SHELX (Sheldrick, 2008) , SHELXL2018/3 (Sheldrick, 2015) and CIFFIX (Parkin, 2013) .
Figure 1
View of the title compound showing the atom-labelling scheme. Displacement ellipsoids are drawn at the 50% probability level. The intramolecular hydrogen bond is shown as a dashed line. For information regarding the hydrogen-bond geometry, see Table 1 . 
Special details
Experimental. The crystal was mounted using polyisobutene oil on the tip of a fine glass fibre, which was fastened in a copper mounting pin with electrical solder. It was placed directly into the cold gas stream of a liquid-nitrogen based cryostat. Diffraction data were collected with the crystal at 90K, which is standard practice in this laboratory for the majority of flash-cooled crystals.
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Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. H atoms were found in difference Fourier maps. Carbon-bound H atoms were subsequently included in the refinement using riding models, with constrained distances set to 0.95 Å (C sp2 H). Hydroxyl O-H distances were refined. U iso (H) parameters were set to values of either 1.2U eq or 1.5U eq (OH only) of the attached atom.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 1.06252 (7) 0.51040 (2) (9) 0.0004 (7) 0.0045 (7) −0.0002 (7) C4 0.0193 (9) 0.0152 (8) 0.0152 (8) 0.0022 (7) 0.0039 (7) 0.0018 (7) C5 0.0145 (8) 0.0158 (8) 0.0164 (8) 0.0014 (7) −0.0018 (7) −0.0021 (7) C6 0.0143 (8) 0.0140 (8) 0.0183 (9) 0.0003 (7) 0.0041 (7) −0.0001 (7) data-3 (7) 0.0008 (7) −0.0011 (7) C2′ 0.0139 (8) 0.0154 (8) 0.0134 (8) −0.0024 (7) 0.0045 (7) −0.0047 (7) C3′ 0.0156 (8) 0.0116 (8) 0.0153 (8) −0.0019 (7) 0.0006 (7) −0.0002 (7) C4′ 0.0201 (9) 0.0176 (8) 0.0142 (8) −0.0041 (7) 0.0052 (7) −0.0006 (7) C5′ 0.0182 (9) 0.0215 (9) 0.0198 (9) 0.0010 (8) 0.0079 (7) −0.0029 (7) C6′ 0.0171 (9) 0.0201 (9) 0.0199 (9) 0.0030 (7) 0.0040 (7) 0.0005 (7) Geometric parameters (Å, º) (2) 
